. T-RFLP fingerprints from the 10-week experiment. Samples were collected from control (A, C, and E) and treatment reactor (B, D, and F) after 2 weeks (A and B), 6 weeks (C and D), and 10 weeks (E and F) of operation. Peaks marked in the figure are dominant peaks present in one or more samples. Figure S4 . 2-D discrete PCoA analysis based on weighted unifrac distance of biofilm and bulk liquid samples. Dots in the sample color are duplicate barcoded sample from the same one. Figure S5 . Community compositions of representative biofilm samples from chloraminated and non-chloraminated reactor . OTUs occupying 1% in a certain sample are plotted on the graph. Relative abundances of each phylogenetic group in a sample was calculated as the mean of the results from replicates. OTUs highlighted in yellow are discussed in the text. 6 6 3 5 7 9 5 9 1 2 3 6 7 0 9 1 0 0 8 1 1 4 1 1 3 3 9 7 4 2 4 0 9 7 3 1 4 7 9 1 0 6 9 7 5 7 1 2 0 2 1 4 8 7 1 3 1 9 2 7 5 9 5 3 1 4 7 3 1 2 1 8 7 1 9 6 6 7 1 2 6 6 2 2 1 1 5 0 6 1 2 8 8 3 2 6 7 6 5 1 2 3 4 1 6 9 8 4 9 7 1 7 9 6 0 8 6 0 1 0 6 5 1 4 8 0 2 5 2 8 0 8 5 3 7 1 1 6 1 1 2 0 8 1 4 4 7 2 2 8 7 2 1 4 3 0 5 2 0 1 3 6 4 7 7 0 9 6 1 7 1 2 7 0 0 8 7 1 2 4 3 1 4 2 0 9 4 7 8 8 0 3 2 7 1 4 7 5 4 3 7 1 1 5 8 1 2 4 5 9 0 0 
